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Polymorphism Location Pattern 
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spaced time regions 



Calculate Y-axis distribution 

of intercepts on each boundary line 
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deviation 


an and standard ' 



3^ 





Between Ymax and Ymin intercepts, divide 
boundary line into equal segments 
and determine the number of traces 
present in each of the segments 



Find the segment with the highest 
frequency and the nearest segment 
with zero frequency 
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Assign all profiles above the zero 
frequencysegment a grouping 
factor of 2\ where i is the ith 
boundary line selected. Otherwise, 
assign a grouping factor of 1 




For each profile, total all grouping 
factors assinged to the profile 



^Group profiles having the same 
total grouping factor into one group. 
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Display groups in rauRMweR format 
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Between Ymax and Ymih intercepts, divide 
boundary line into equal segments 
and determine the number of traces 
present in each of the seaments 




Find the segment with the highest 
frequency and the nearest segment 
with zero frequency 



Assign all profiles above the zero 
frequency segment a grouping 
factor of 2\ where its the kh 
boundary Sine seJected. Otherwise 
assign a grouping factor of 1 
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For each profile, total all grouping 
factors assinged to the profile 
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Group profiles having the same 
total grouping factor into one group. 
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Prompt user to place matters, 


1 - i, on aigned pn 
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Obtain X & Y 

coordinates and boundary j 
line of each marker that 
user has placed 
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Along each boundary line, assign 
all profiles above the jth marker 
a grouping factor of 2\ Otherwise, 
assign a grouping factor of 1 



For each profile, total all grouping 
factors assigned thereto 



Group profiles having the same 
total grouping factor into one group. 
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